Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.123; data-to-parameter ratio = 10.6.
In the title compound, C 15 H 15 NO 2 , the dihedral angle between the aromatic rings is 5.86 (6) , and an intramolecular N-HÁ Á ÁO hydrogen bond generates an S(6) motif, which helps to stabilize the enamine-keto tautomer. An intramolecular O-HÁ Á ÁO hydrogen bond also occurs. In the crystal, inversion dimers linked by pairs of O-HÁ Á ÁO hydrogen bonds generate R 2 2 (10) loops. A C-HÁ Á ÁO interaction links the dimers into [010] chains and aromaticstacking [centroid-centroid separation = 3.6131 (9) Å ] also occurs.
Related literature
For a related structure and background to Schiff bases, see: Shuja et al. (2007) . For further structural aspects, see: Blagus & Kaitner (2011 Table 1 Hydrogen-bond geometry (Å , ). 
Experimental
An ethanolic solution (50 ml) of 2,4-dimethylaniline (2.5 mmol, 0.30 g) was added dropwise with constant stirring to a hot ethanolic solution (50 ml) of 2,3-dihydroxybenzaldehyde (2.5 mmol, 0.34 g) in a round bottomed flask equipped with a water condenser. The reaction mixture was kept under reflux for 2 h, cooled and kept at room temperature for 48 h. Red blocks of (I) were obtained on slow evaporation of the solvent. The molecular stucture of (I), with displacement ellipsoids drawn at the 50% probability level. The intramolecular N-H···O hydrogen bond is shown as dashed lines.
Computing details

Figure 2
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6-[(2,4-Dimethylanilino)methylidene]-2-hydroxycyclohexa-2,4-dienone
R int = 0.009 θ max = 26.4°, θ min = 2.7°h = −9→9 k = −10→10 l = −13→13
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
